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CYP2D6 Diplotype Metabolizer Phenotype

CYP2D6 *1/*1 Normal metabolizer

CYP2D6 *2/*122 Intermediate metabolizer

CYP2D6 *3/*3 Poor Metabolizer

CYP2D6 *1/*1x2 Ultrarapid metabolizer

CYP2D6 *5/*5 Poor metabolizer

Required Variants for CYP2D6 *2/*122
= CYP2D6 *2: 2851C>T (rs16947), 4181G>C (rs1135840)
= CYP2D6*122 3280G>A (rs61745683)

Jane Doe

Current Patient Medications

Table 2 Codeine therapy

based on CYP2D6 phenotype

Phenotype Activity score Implications

Classification of

Recommendations recommendation®

CYP2D6 ultrarapid >2.25 Increased formation of Avoid codeine use because of potential for Strong
metabolizer morphine leading to higher serious toxicity. If opioid use is warranted,
risk of toxicity consider a non-tramadol opioid.
CYP2D6 normal 1.25<x<225 Expected morphine Use codeine label recommended age-specific Strong
metabolizer formation or weight-specific dosing.
CYP2D6 0<x<1.25 Reduced morphine Use codeine label ge-specific
intermediate formation or weight-specific dosing. If no response and
metabolizer opioid use is warranted, consider a non-
tramadol opioid.

CYP2D6 poor o Greatly reduced morphine Avoid codeine use because of possibility Strong
metabolizer formation leading to of diminished analgesia. If opioid use is

diminished analgesia. warranted, consider a non-tramadol opioid.
CYP2D6 n/a n/a No recommendation No

indeterminate

recommendation

n/a, not applicable.
“Rating scheme described in the Supplementary Material
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[ variants: 183 % /[T pexGenes:9 %\ 4+
Variants by PGx Genes | {1 @ RV D‘ (n ] Filter Variants: PGX-0017 e’
PGx Gene Info PGX-001 PGX-001 CPIC Must Call Varia... PGx Annotations PGx Annotations for PGX-001
” Region Gene Diplotype Phenotype Read Depths (DP)  Genotype Qualities (GQ) 0/1 Genotypes (GT) Ref/Alt Region Gene Diplotype Diplotype Description Total +
2:233755270-233778300 UGT1A1 *1/*80+*28 Intermediate Metabolizer 3 163 99 n T/C 7:99643194-9... CYP3AS *3/*3 Anindividual carryi...
7:99643194-99684996 CYP3AS #3/%3 Poor Metabolizer
10:94757681-94860547 CYP2C19 *35/%35 Poor Metabolizer
10:94933658-94995091 CYP2C9 /%1 Normal Metabolizer
12:21126194-21244796 SLco1B1 /%1 Normal Function
16:31085854-31099797 VKORC1 rs9923231 reference ... ?
19:15873023-15903074 CYP4F2 *1/%1 ?
19:40986282-41023398 CYP2B6 /41 Normal Metabolizer
22:42121499-42135810 CYP2D6 *2/4122 Indeterminate
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