&; Sentieon

RS —IIY -2 REEFAYINITIY

Sentieon Genomics Tools

Bioinformatics secondary analysis tools that process genomics data
with high computing efficiency, fast turnaround time, exceptional
accuracy and 100% consistency.
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-mathematical methods -compute algorithms -software implementation >
-Same mathematical models -more efficient compute -Enterprise strength software implementation
as the Broad Institute algorithms
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*Server specs: 32 core 2.4 GHz Intel Xenon server, 64 GB memory
E; S4EYRH4T 6 SAFhEMH

Sentieon Genomics Tools(&. ##tiz1T55> Tl N—RoT7

BCEDETIBADSI O RI1THHDES , TaL

DX, SAEUABO1ERICRITEETTE38L - 16GB+ of RAM (32GB for Servers)

- 8+ CPU Cores
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Tierl 500 2,500 25,000 - 64-bit Windows 10 or later (WSL2_t T{EFE])
Tier2 2,000 8,000 75,000 - Ubuntu 18.04 or later (64-bit only)
- RedHat/CentOS 7.x
Tier3 4,000 16,000 N/A - Debian 7.7

- OpenSUSE-13.2
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E-mail : biosupport@filgen.jp  URL : https://filgen.jp/
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