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<

Qucore Omics Explorer 2.5 (o+-br) I T

B

Window License Help

Mew

3 Launch | Data | Method | Options I Wi I Ciluster I Build Clazsifier I Claszify |

Open...

Stat. Plot
Ctri+0 I K i | ate]

oo md e

> B[«

Open with Wizard...
Open BAM Files...
Save As...

Execute Template...

Template Browser...

Import
Download
Export

Subsample

Recent Data Files
Recent Variable List Files
Recent Log Files

Preferences...
Restore Default Settings
Restore Window Layout

Exit

Al Y Az P& Line Heat Special
Scatter Bar Table

TSR

|G|:|Iu:|r Legend & X|
3
3
3
3
3
3
4



LT — 5D K~

FlE2. 4>K—b 21T,

FEIANWADICRICIE, BAERED2)\A M EFEEEZFRVEIICUTTF L,

HAGZENASRUNELDICTS

Filgen

biosciences & nanosciences

Y2 INT —HZEATFANIFANEEIRVET . BE. TrAILDER

V4
rﬁ' Open =)
m | Lo» OEF2—4—]» 05(C:) » Qlucore » - |<’r, |l| Qlucoraigs= )
=E - HLWIAILAS— = 0O @
e BEEAD 28 ’ =50 L 4% i
| miRNA_sample.txt 2018/02/1013:35 FFAM~ BFa 1 KB
o _ | Sample_annotation.bxt 2018/05/25 15:40 FFA b FFa 6 KB T
& F1I5Y Sample001.bam 2018/05/14 11:52  BAM File 279,448 KB
Sample001_v2.bam 2018/05/07 15:49  BAM File 10,782 KB
W L= Sample002.bam 2018/05/14 13:30  BAM File 542,238 KB
Sample002_v2.bam 2018/05/07 15:49  BAM File 10,882 KB
M OvEa—s— Sample003.bam 2018/05/14 14:55 BAM File 449,267 KB
& 05 (C) Sampled03_v2.bam 2018/05/07 15:40  BAM File 7,047 KB
o RUZ—L (E:) Sampled04.bam 2018/05/14 15:23  BAM File 422,132 KB )
. Sampled04_v2.bam 2018/05/07 15:40  BAM File 5,006 KB 2
= ﬂfl’ll_b (F:) SampleD05.bam 2018/05/14 12:45 BAM File 1,470,47...
@ MJ1—4(G) SampleD05_v2.bam 2018/05/07 15:49  BAM File 9,281 KB
SampleD06.bam 2018/05/14 13:50 BAM File 1,279,80...
€ 7w -4 Sample006_v2.bam 2018/05/07 15:49  BAM File 3,745 KB
Sample007.bam 2018/05/14 15:01  BAM File 936,893 KB
Sample008.bam 2018/05/14 12:37 BAM File 706,337 KB
| | scRNA-Seq_RPKM.txt 2018/05/2515:32 FFAL FFz.. 39,829 KB|
‘r.’ TCGA_methylation.gedata 2018/01/31 8:55 Qlucore Data 6,219 KB L
I7-CILA(N): scRNA-Seq_RPKM.txt . [AII files (*.%) v]
| 8<) |+] | vzt |
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File Window License Help

Toolbox Launch Data Method | Optiors I Wiew I Gluster I Build Classifier I Cilazzify |
Per

[] Multi. ) Move (0 Golo ) List (0 Gent. () X Ak

(O] Info () Mark ) Flip O -Va O ¥ Axic [ GSEA Fo Line © Heat © Special

Bnno Labe ' Con Scatter Bar Table
Samples | “ariables I Log | Color Legend & X
Samples = X|
Annotations I T4

- |

@ CWasl TIz29DC

Select filetype:
ﬁ Wizard

[ Simple text

[ GEOD Series Matrix

Samples

@ Opening file scRNA-Seq_RPKM.txt
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FllE4. Data import wizard(CT. [ NextlZzJUyIULET .

f -—
+® Data Import Wizard

Data import wizard

If zomething needs to be changed, vou can always eo back.

the selections vou make:

Thiz wizard will take vou through the steps required to import data.

During the import phase, the following colors will be uzed to guide you, and the previes will be updated bazed on

Cancel

Sample
ple Sample
annotation .
annotation
header
. Array 1D 5301 5302 5303 5304
ariable | g | | | |
annotation |pge |34 |22 |‘Gil |,_11
header
|SEJ( Female |M de |M sle Female
riD ymbaol
Variable d
annotation 3140 MR1 --
s I
= pe |

*ou decide what to import by clicking in a preview of the file to import. You can import both data and annotations.
At least one sample annotation and one variable annotation are required, as well as the data.

Data

Step 1of 7

Back

[t

i
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FIES. TFARI71DSeparatormER (FTXUIDTFAMDIZEE ¥t ZIER) U,
[NextlzJ)wIULE T,

r'g' Data Import Wizard j—
Select separator
Separatar: () @ ¥t ) other Mumber of lines in preview 35
1 2 3 4 3 6 7 8 g 10 11 12 13 ol
1 Sample--- Sample--- Sample-- Sample--- Sample--- Sample-- Sample-- Sample--- Sample-- Sample-- Sample-- Sample---
2 1/2-SB--- 0 0 21.837--- 23.731--- 32.608--- 0 0 0 0 0 0 11.639--
3 AlBG 0 0 0 0 0 1.1426--- 13.820--- 0 0 0 1.6543--- 0O
4  AlIBG--- 0O 0 0 0 0 0 0 0 0 0 0 0
5 AICF 0 0 0 0 0 0 0 0 0 0 0 0
6 AZLD1 0 0 0 0 0 0 0 0 0 0 0 0
7 AZM 0 0 0 0 0 0 7.8683--- 0 0 0 1.8836--- 0
8 AZML1 0 2.1652--- 44,397 0.8617--- 3.1239--- 1.2040 0 0 1.2273-- |0 4.3580--- 0 E
9 AZMP1 0 0 0 0 0 0 0 0 0 0 0 0
10 A4GALT O 0 0 0 0 0 0 0 0 0 0 0
11 AAAL 0 0.4691--- 0 0 0 0 0 0 0 0 0 0
12 AAAS 10.710--- | 217.29--- 2.7974--- 5.8702--- B84.109--- 24.386--- 6.6433 2.8055--- 10.749--- 0.2976--- 77.928--- 23.842
12 AACS 35.547--- 22.072--- 69.117--- 0.4638--- 12.892--- 0.1215-- 0 1.5518--- 1.9820--- O 0.8797--- 23.079
14 AACSP1 O 0 0 0.7089--- 0 0 0 0 0 0 0 0
15 AADACL3 0 0 0 0 0 0 0 0 0 0 0 0
16 AADAT 0 5.7361--- 2.4939--- 0 13.551--- 0 20.305--- 0 0 0 1.2152--- 0 M
17 AAGAB 0 0.5102--- 0 1.8952--- 2.9444--- 4.8231--- 4.2895--- 5.4345--- 4.6273--- 94.943--- 14.376--- 2.8865---
18 AAKL 1.8505--- | 0.5119--- 1.0069--- 1.,1591--- 2.8450--- 0.0759--- 2.8694--- 2.4236--- 17.953--- 2.4170--- 3.2972--- 0.1287--
19  AAMP 175.57--- | 73.265--- 42.991--- 51.551--- 10.382--- 79.231--- 20.418--- 5.7487--- 22.026--- 0O 57.029--- 16.793---
20 AAMNAT 0 0 0.4002--- 0 0 0 0 0 0 0 0 0
21 AARS 70.606--- | 1.7363--- 125.75--- 87.530-- 3.6184--- 20.034--- D58.391--- 9.2472--- 110.23--- 18.477--- 17.473-- 22.920--
22 AARS2 0 1.0624--- 0.1791--- 0O 8.3696--- 0.5907--- 0O 0 0 0 6.1094--- 6.2968---
23 AARSD1 81.690--- 22.384--- 65.786--- 8.6803--- 15.457--- |75.761--- 10.857--- 42.795--- 50.753--- 10.864--- 1.7328--- 19.483---
24_AASDH 5.5253--- 4.4838--- 0 24.226--- 0.7841--- 0.1133--- 10.281--- 14.472--- 1.8484--- 13.819--- 11.485--- 1.5374--- =~
4 [y r
Step 2of 7 Back ] [ Mezxt l
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FIE6. TFARIFAINDITHEDOT - L (BFRRE) LB TILDEESZERLTND
W ZIRU. [Next]Z9UvIULE T,

rv Data Import Wizard r e S S — — —
Matrix orientation
Treat rows as: @ wariables 7 zamples
1 2 3 4 = 6 7 8 a9 10 11 12 13 =
1 Sample--- Sample--- Sample--- Sample--- Sample--- Sample--- Sample-- Sample--- Sample-- Sample-- Sample--- Sample--
2 1/2-SB--- 0 0 21.837--- 23.731--- 32.608--- O 0 0 0 0 0 11.639---
3 AIBG 0 0 0 0 0 1.1426--- 13.820-- 0 0 0 1.6543-- |0
4 AlBG--- 0O 0 0 0 0 0 0 0 0 0 0 0
5 AICF 0 0 0 0 0 0 0 0 0 0 0 0
6 A2LD1 0 0 0 0 0 0 0 0 0 0 0 0
7 AZM 0 0 0 0 0 0 7.8683- 0 0 0 1.8836--- O
8 AZML1 0 2.1652--- | 44.397--- 0.8617--- 3.1239--- 1.2040 0 0 1.2273-- 0 4,3580--- |0 L
g9 AZMP1 0 0 0 0 0 0 0 0 0 0 0 0 1
10 A4GALT O 0 0 0 0 0 0 0 0 0 0 0
11 AAAL 0 0.4691--- 0 0 0 0 0 0 0 0 0 0
12 AAAS 10.710--- | 217.29--- | 2.7974--- 5.8702--- 84.109--- 24.386--- 6.6433 2.8055--- ' 10.749--- 0.2976--- 77.928--- 23.842
13 AACS 35.547--- | 22.072--- |69.117--- 0.4638--- 12.892--- 0.1215-- 0O 1.5518--- | 1.9820--- 0O 0.8797--- |23.079
14 AACSP1 0O 0 0 0.7089--- 0 0 0 0 0 0 0 0
15 AADACL3 0 0 0 0 0 0 0 0 0 0 0 0
16 AADAT 0 5.7361--- 2.4939--- 0 13.551--- 0 20.205--- 0 0 0 1.2152--- 0O R
17 AAGAB 0 0.5102--- |0 1.8952--- 2.9444--- 4,8231--- 4.2895--- 5.4345--- 4.8273-- 94.943--- 14.376--- 2.8865---
18 AAKL 1.8505--- ' 0.5119--- |1.0069--- 1.1591--- 2.8450--- 0.0759--- 2.8694--- 2.4236--- 17.953--- 2.4170--- 3.2972-- 0.1287--
19 AAMP 175.57--- 73.265--- 42.991--- 51.551--- 10.382--- 79.231--- 20.418--- 5.7487--- 22.026--- 0O 57.029--- 16.793---
20 AANAT 0 0 0.4092--- 0 0 0 0 0 0 0 0 0
21 AARS 70.606--- 1.7363--- 125.75--- 87.530--- 3.6184--- 20.034--- 58.391--- 9.2472--- 110.23--- 18.477--- 17.473--- 22.920---
22 AARS2 0 1.0624--- | 0.1791--- 0O 8.3696--- | 0.5907--- 0 0 0 0 6.1094--- | 6.2968---
23 AARSD1 81.690--- 22.384--- 65.786--- 8.6803--- 15.457--- 75.761--- 10.857--- 42.795--- 50.753--- 10.864--- 1.7328--- 19.483---
24 AASDH 5.5253--- | 4.4838-- 0 24.226--- 0.7841--- |0.1133--- 10.281--- 14.472--- 1.8484--- 13.819--- 11.485- 1.5374-- .
< L] b
Step dof 7 Back ] [ Mext J
b y 9
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[Next]Zz7UyILFET

r'[? Data Import Wizard : r — L. D E— — o |
Data matrix
Select top left cell of the data matrix by clicking in it.
Thig iz a umeric value corresponding to the first variable and the first sample.
1 2 3 4 5 6 7 8 9 10 11 12 13 i+

1 . Sample--- Sample--- Sample--- Sample--- Sample--- Sample--- Sample-- Sample--- Sample--- Sample--- Sample--

2 1{2-58---&0 21.837--- 23.731--- 32.608-- 0 0 0 0 0 0 11.639---

3 AlBG 0 0 0 0 0 1.1426--- 13.820- 0O 0 0 1.6543-- 0

4  AlIBG-- |0 0 0 0 0 0 0 0 0 0 0 0

5 AILCF 0 0 0 0 0 0 0 0 0 0 0 0

6 A2LD1 0 0 0 0 0 0 0 0 0 0 0 0

7 AZM 0 0 0 0 0 0 7.8683 0 0 0 1.8836-- 0O

8  AZML1 0 2.1652--- 44,397 0.8617--- 3.1239--- 1.2040-- 0 0 1.2273-- 0 4.3580-- 0 3
g  AZMP1 0 0 0 0 0 0 0 0 0 0 0 0

10 A4GALT 0 0 0 0 0 0 0 0 0 0 0 0

11 AAAL 0 0.4691-- 0 0 0 0 0 0 0 0 0 0

12 AAAS 10.710--- 217.29-- 2.7974--- 5.8702--- 84.109--- 24.386--- 6.6433-- 2.B055--- 10.749--- 0.2976--- 77.928--- 23.842

13 AACS 35.547--- 22.072-- 69.117--- 0.4638--- 12.892--- 0.1215-- 0O 1.5518--- 1.9820-- O 0.8797--- 23.079

14 AACSP1 O 0 0 0.7089--- 0O 0 0 0 0 0 0 0

15 AADACLZ O 0 0 0 0 0 0 0 0 0 0 0 -
16 AADAT O 5.7361--- 2.4939-- 0 13.551-- 0O 20.305- 0O 0 0 1.2152-- 0

17 AAGAE O 0.5102--- 0O 1.8952--- 2.9444--- 4.8231--- 4.2895--- 5.43453--- 4.6273-- |94.943-- 14.376--- 2.8865---

18 AAKL 1.8505--- 0.5119-- 1.0069--- 1.1591--- 2.8450--- 0.0759--- 2.8694--- 2.4236--- 17.953--- 2.4170--- 3.2972-- 0.1287---

19 AAMP 175.57--- 73.265--- 42.991--- 51.551--- 10.382--- 79.231--- 20.418--- 5.7487--- 22.026--- 0 57.029--- 16.793---

20 AANAT 0 0 0.4092--- 0 0 0 0 0 0 0 0 0

21 AARS 70.606--- 1.7363--- 125.75--- 87.530--- 3.6184--- 20.034--- D58.391--- 9.2472--- 110.23--- |18.477--- 17.473--- 22.920---

22 AARS2 0 1.0624--- 0.1791-- 0 8.3696--- 0.5907--- O 0 0 0 6.1094--- 6.2968---

23 AARSD1 81.690--- 22.384--- 65.786--- 8.6803--- 15.457--- 75.761--- 10.857--- | 42.795--- 50.753--- 10.864--- 1.7328--- 19.483--- _
« L] »
Step 4 of 7 Back l [ Menct J

e

y 10
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=¥ Data Import Wizard @

Data matrix
Select top right cell of data matrix by clicking in it
I Data on every W column
318 319 320 321 322 323 324 325 326 327 328 329 330 -
1 Sample--- Sample--- Sample--- Sample--- Sample-- Sample--- Sample--- Sample--- Sample--- Sample--- Sample--_Sample---
2
3
4
5
6
7 =
8
9

3
k=1
o

|

Step bt 7 Back ] I Mext I
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F -
o Do mport wizard T R W T e R e

Variable annotations
Click on wariable annotation header cell(s) or click on top annotation cell(z). (Left of the data matrix)

Click again to deselect.

L = 2 e B = L =

=
[ N N e e e =R R s
[ S == R Ve« T I = B L B o B =]

wJ
ad

FY

1 2 3 4 5 6 7 8 9 10 11 12 13

Sample--- Sample--- Sample--- Sample--- Sample--- Sample--- Sample-- Sample-- Sample--- Sample-- Sample-- Sample---

ancse NN (NN O 70555 N O (O

AADAT

AARSHA

o l

Step Bof 7 ’ Back ] I Mext

biosciences & nanosciences
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Filgeng

biosciences & nanosciences

i

- _ :
«® Data Import Wizard ‘- - [

Sample annotations
Click on sample annotation header celllz) or click on the leftmost annotation celllz). (Above the data matriz)

Click again to deselect.

L= =2 B B = L =

[ N N e e e =R R s
[ S == R Ve« T I = B L B o B =]

wJ
ad

FY

1 2 3 4 5 6 7 8 9 10 11 12 13 -~

Sample--- Sample--- Sample--- Sample--- Sample--- Sample--- Sample-- Sample-- Sample--- Sample--- Sample-- Sample---

ancse NN (NN O 70555 N O (O

AADAT

AARSHA

Step7of 7 | Back | [ Fnish |

>

13



LT — 901 K~ b

Filgen

FlELL. A>R—bHE T I DL, T—HDPCATOY MIRRENF T,

biosciences & nanosciences

) K Axis
)Y Pxig

Color legend & X

Samples

5%

= [ & =
Launch | Data | Method | Options | Wiew | Gluster | Build Glassifier | Glassify |
Stat. Plot Mode Mormalization Metwark,
GSER © PGA @ Line O Heat (O Special @ Sample (O Mone () Mean=0 0 £ Nearsst [ Dir. (] Gonn.
©) Scatter (0 Bar () Table [ A&l | () Wariable @ Mean=0, Var=1 ; 2]
) oet. ] P
2(2%)
® 1(2 %)
noname A noname A

-
«* Qlucore Omics Explorer 3.5 (64-bit) - [scRNA-Seq_RPKM (unsaved) 1.1]
%® File window License Help

Toolbox
Pulti. @ Move () Color Lizt ) GCent.
) Info () Mark Flip @ X-Val
Gl _ :
() Annot. () Label Corr.
Samples Variables Loz
Samples g X
Annotations |'_T |j |_|‘1|'
noname -
@ O sl 2OC
| |jij Sample001 11 -
V[ sampleoz 1/1 ]
[l Sampled03 1/1
(V][ sample0o4 1/1
1/1
1/1
W[ Sample0o7 11
Samples
1
noname
329/329 Samples 19685/19685 Variables

14
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FlEL2. 41>R—=BUfcT—4& [Method 77 DI PlotIhsZRmfzz. £zl Modeld&bH> T
Wt BEIEDRRICYIDEZDTENBIRET T

Data | Method | Options | Wiew | Cluster | Build Classifier Cilassify

Plot Mode Maormalization Metmork,

@ PGA O Line © Heat © Special §@ Sample | © Mone © Mean=n 0 =l Mearest [] Dir. [T Gonn.
©) Seatter () Bar () Table © Variable | © Mean=0. V=1 pigy [} B
Plot=R/RDIEH

v PCA - 54T (Principal Component Analysis) J0Ov bk
v Line - 31>7J0Ovh

v Heat - t—hvT. BEEEIISAFUY

v Special - 175> - X7 —/hfR. AORIRE

v Scatter - A3vy5/-J0OvM RILT—/T0OYH, t-SNETOY K

v Bar - \—=Fv—h RvI2T0vb~ EAN S A

v Table - 7=J)I7—-%
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FE13. />R—RuleT—=4%. [DataldJ DIl Prefilters]él Transform]&D. ENENHE
(SISO T, $RETLIBRID I ()L 03 R TICEN R F T,

Data | Method | Options | Wiew | Gluster I Build Clazsifier I Claszify

Prefilters Tranzfaorm Identifier Mizzine Randomize Download Feport Warkbench
1 On Threshald | 1 : Sam. noname + Collapze i@ fve. @ Maone ) Permute GsSEA

- i GED Qs
@ Off (V] logs Var. noname ¥ hong - kMM ) Random [ ) ] &)

rq’ Prefiltering =5C)

Step 1: Step 3:
7] Remove variables less than 1] Femove variables where
if true in x% of samples 1] o is | < i
[7] Remove varishles ereater than 1 Femove variables where
if true in x% of =amples 1] = ig [« 0
Step Femove variables where
[ Remove variables with iz [« i
more than x% mizsing values 0 =

[7]  Remove variables with

mare than x% mizzing walues 0

Ak

in any Eroup |noname -

[0]4 ] [ Cahcel
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FlEL. ZFHT-FCHIZ. EY>TINOIIN—-TD3EIERERRIDHBE. 1R—MNES
F—HCEFNZIRZYTILH. EOB>TININ—TBULTVWIH EIEE I DNELNHDET ., 0D
155, Microsoft ExcelREZ{FERUT. TRIOLSR., &Y IN&ZES STV I —-TZDOX G
KDI7AIIW &, TEARI7AI ((txt) EUTERRLTHEFT .

A =
1 Sample Mame  Group
2 |Sample00 Dl
a3 |Sample00z BEWN
4 |SampleQCs Ol
o |[Sample00d Dyt
6 |Samplel0s =W
7 |Sample00g Dl
8 |Sample0l? BEWN
5 |Sample00s Ol
10 [Sample0d D

/

%

N\

B2INIIN—-T%
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FlE2. TFilelXZ1—0DlImportIh5l Sample Annotations|Zz2UyJUL%E 9,

&¥ Qlucore Omics Explorer 3.5 (64-bit) - [sScCRNA-Seq_RPKM (unsaved) 1.1]
'g'[ Eile] Window License Help

(1 New b Launch Data | Method | O
Flot
=7 Open... Ctrl+0 |7 X Axis | stat. | ¢
[ Open with Wizard... © ¥ Axis [ GSEA @ FCA O Line |
) () Scatter () Bar |
[7 Open BAM Files...
Save As...
 Calor Legend & X
[y Execute Template... F
[ Template Browser..
¥, Import > Sample Annotations...
3> Download 3 Variable Annotations...
T, Export b

Sample Annotations via Wizard...

Subsample Variable Annotations via Wizard...
Recent Data Files b Supplementary Data...

Recent Variable List Files » Variable List...

Recent Log Files 3

Freferences...

Restore Default Settings
Restore Window Layout

Filgen

biosciences & nanosciences

19

-



YOITNIN-TFT—IDA K- b

Filgen

biosciences & nanosciences

FIE3. FNELTERUY > TIVIN—-TI74I0E2ERUE T, TRERIC. HOTIWITIN—TI74
IVADAYS — G HRRESNDDT, [OKI1ZIIWILFET,

MOy a—45—
& os (c)
ca MUI—L (B2 b
e RUI—£(F)
= RUI—A(G)

7 ILEAN):

Sample_annotation.txt

-
«® Import
- : J— —
bl | J v d2Ea1—4%— » 05(C:) » Qlucore » — v|¢,|| QlucorediasE ol
EE - FLWLWIAILS— = » [0 @
g A= : =HBE =] HAA
S BEIEAD - Em EER =ba] B X
| GSE109979_329Cell_RPKM.txt 2018/05/2516:22 27 I FA)..
& S1T5U | miRNA_data.txt 2018/02/1013:36  FFA I F¥a.. 10,613 KB
MIRNA_cample bt 2018/02/10 13:35 FFA b FFa.. 1 KB
L Sample_annotation.bxt 2018/05/25 15:40 FHFA b FHa... 6 KB
@ LI~ T g | amee ——————. |
= SCRQE-Seq_RPRH.ﬁ 2018/05/25 15:32 F7FA M FFa.. 39,829 KB

IAII supported files (*.xt; *.c v]

[ 8<(0) |v] [ " ]

=

i B
&F Selact sample annotat... e

Sample Mame

Group

Select 4l
Deselect All

oK

Cancel
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Flg4a. 9>OTNWIIN—TEHREA>R—NT3E, [ViewlFTD[ ColorIRADISam. 1&D. &H>
INoJOyvhRREE, I -TEEIINEZBZIENTBIRETT,

«® Qlucore Omics Explorer 3.5 (64-bit) - [scRNA-Seq_RPKM (unsaved) 1.1 {(Group)]

Toolbosx
Multi. @ Move () Color List @) Gent.
) Info ) Mark Flip @ ¥-Wal. |
Gl - : - )
() Annot. ) Label Carr.
Samples Variables Log
Samples [
Annotations |'_T |j| |_|‘1|' I_é
noname -
® Cmad Tl2OC
(|l Sample0o1 11 -
V][ Sample0o2 1/1 ]
[v|[]l Sample003 1/1
Sample004 1/1
Sample005 1/1
Sample00s 1/1
[V|[_ Sample0o7 11
Samples
1
Group
noname

329/329 Samples 19685/19685 Variables

- |[ & =
Launch | Data [ Method | Options | Wiew | Gluster | Build Glassifier | Classify
i Stat. Cialar Label Symbol Play Plot Settings
0 X Axis
= : Sam. | Group > |} noname -
O ¥ bwis [ GOEA Iv [ ]I § |2 Sies ]E]
ar. 2
Color Let _Sample O.olor
[ salid [l
Eg:i? “Variables zelected with the color mouse toal 2 (2 %)
O Day? @ By the annotation  Group -
WDayt | scale
Min = o Max =
) 1(2%)
Samples
5%  noname ¢ noname M

=
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FlE1., FT=HDA > h—PMeFFEE. Window -> Dock Windows -> Statistics%
Hw/ LT Statistics DockzRRSEFT,

-
%* Qlucore Omics Explorer 3.5 (64-bit) - [ScCRNA-Seq_RPKM (unsaved) 1.1 (Group)] Statistics El
" Eile [ﬂindo‘w] License Help \ariance Statistics Extended |

Toolba h :
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