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https://www.pacb.com/technology/hifi-sequencing/how-it-works/
https://nanoporetech.com/applications/dna-nanopore-sequencing#:~:text=Nanopore%20sequencing%20is%20a%20unique,specific%20DNA%20or%20RNA%20sequence.
https://academic.oup.com/bioinformatics/article/34/18/3094/4994778
https://www.bioinformatics.babraham.ac.uk/projects/fastqc/
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https://manual.omicsbox.biobam.com/user-manual/general-tools/fastq-tools/fastq-quality-check/
https://manual.omicsbox.biobam.com/user-manual/general-tools/fastq-tools/fastq-preprocessing/
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https://filgen.jp/Product/BioScience21-software/BioBam/index.htm
https://youtu.be/JNTbSOyMKMQ
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