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New batch & Upload

Batch name * File type *

Cell Ranger .mtx output

Drag and drop files from File storage on right panel to add it here,

Drag and drop files from File storage on right panel to add it here.

Features (.csv, .tsv, .csv.gz, .tsv.gz) *

Drag and drop files from File storage on right panel to add it here,

Add batch
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Gene mapping version: V110 @
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Minimum read counts * Maximum read counts *
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Major Cell Type

86.42%

9.54%

Cluster 1 4.04%

macrophage

leukocyte

monocyte

Qverview

Details

Relative
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View mode Level 1 Level 2
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alveolar macrophage v
Select cells for groups w
lung macrophage <
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Clear alveolar macrophage B
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Database

WikiPathways_2024_Human »  Reactome_2022

Enrichment result
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Term ES ®

Overview Of 0.3802
Proinflammatory And
Profibrotic Mediators
WP5085

B-WICH Complex 0.3680
Positively Regulates rRNA

Expression R-HSA-

5250924

Cholesterol Metab With 0.3672
Bloch And Kandutsch
Russell Pathways WP4718

Regulation Of IGF 0.3295
Transport And Uptake By
IGFBPs R-HSA-381426

Post-translational Protein 0.3242
Phospherylation R-HSA-
8957275

Interleukin-4 And 0.3171
Interleukin-13 Signaling R-
HSA-6785807

NES @&

2.5922

2.2902

2.5109

25148

2.4780

2.8781
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Clear filter

FDR &
< 0.05

2.2x102

4.98%102

2.26%10°2

2.58x102

1.91%10°2

€ Export

Overview Of Proinflammatory And Profibrotic Mediators WP5095 —— Regulation Of IGF Transport And Uptake By IGFBPs R-HSA-381426

—— Interleukin-4 And Interleukin-13 Signaling R-HSA-6785807
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Search common genes )
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CCL24 SPP1 MMP9 CCL2Z CCL4L2 CCL4 [geskl CCL3L3 TNFSF13 TNF  AREG
CXCL3 TGFB1 CXCL16 I8 CCL23 IL15 CXCL8 ILlA LB CXCLS CXCL1 L6

* Clear gene selection [E Save gene set

WEGFA ILIRN CSF1 CXCL2 CCL18 NFKB1 TNFSFI3B OSM
CCL20 cCCL4L1 FAM20A SDC2 TIMP1 APP  FAM20C

ADAMI0 FN1 IGFEP2 P4HE MGAT4A CALU IGFBP7 PDIA6 HSP90B1 CKAP4 RCN1 APOE DMTF1 GAS6E PNPLAZ TRIM26 VCAN CST3

LMNB2 MIA3 LGALST SHISAS FUCAZ QSOX1 PPP3CA DNAJC3 KTN1 NUCB1

MFGE8 LAMB1 BCL2 HIFIA CD38 ILBR CDKNIA BCL6 FOS PIK3R1T TNFRSFIB
HMOX1 PTGS2 JAK1 VIM MYC CEBPD ICAM1 FOX03 SOCS1 STAT1 RNASEH2A

HSPGOAAT  AKT1 ANXA1 TYK2 STATE POMC ALOX5 RHOU IL4R  TP53  LONP1

Selecting: 1/122 genes

PRKCSH APLP2Z TGOLN2 CXXC1 SERPINA1T MBTPS1 APOL1

ITGAM SOCS3 [TGB1 IL2RG STAT3 ITGAX FI13A1 ITGB2
BCL2L1 IL13RA1  JAK2 HSPAS8 MCL1 S0S1 POUZF1
CCM2
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Number of significant interaction @
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o
\D"

club cell
endothelial cell of ...
fibroblast of lung
lung ciliated cell

lungn o f " .

CD8-posi

Bl HE B
club cell

classical monocyte alveolar macrophac
capillary endothelial cell couwzse. @ @
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Pseudotime
Pseudotime v
Select a root point from the map, or use the
© dropdown menu
3 v
Gene ¥ Score ¥ FDRGO *
W < 0.05
SFTPC -0.45 0
[1] - 223

SFTPAZ -0.36 0
SFTPAT -0.36 0
NAPSA -0.23 0
SFTPB -0.22 0
MALAT1 -0.22 0
PGC -0.21 0
MT-CO1 -0.19 0
SFTPD -0.19 0

NEAT1 -0.18 0
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