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PEPperCHIP® SARS-CoV-2 Proteome Microarray (@& : SPC.051.001)

SARS-CoV-2 (GenBank ID: MN908947.3) 0207 A—A¢B1.1.7, 501.V2, B1.1.28. P.1 Manaus®49{E
DERZZD4,9328BORTF REEHLUTVET,

RIFRE : 15aa (13aaA—-/\-3v))
RIFR/ 2Ry %L : 4,932 / 9,864 (duplicate)
3/1-well Incubation TraytDEEM : 1251 RIC17LA
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PEPperCHIP® SARS Coronavirus Proteome Microarray (m& : SPC.053.001)

SARS-CoV-1(GenBank ID : NC_004718.3)D£JO7A—AICDIZ35,014FDORTF FEEEL TVET,

RIFRE : 15aa (13aaA—-/\—-3v7)
RIFR/ZRy R DEL : 5,014 / 10,028 (duplicate)
3/1-well Incubation TraytOEIEME | 1254 RC17LA

PEPperCHIP® MERS-CoV Proteome Microarray (G : SPC.035.001)
MERSIOF94JLA (HCoV-EMC/2012) ORFOFA—ACDIE33,818BDRTF REEHLTLET.

RIFRE : 15aa (126UK(E13aaA-/{-3v)
RIFR/ 2Ry hEL : 3,818 / 7,636 (duplicate)
3/1-well Incubation TraytDEEM : 1251 RIC17LA
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PEPperCHIP® Pan-Corona Spike Protein Microarray
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RFFRE : 15aa (13aaA—/{—35vF) 7IVT—>3>hl
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SARS-CoV-2 SARS-CoV MERS-CoV  HCoV-HKU1 HCoV-OC43 HCoV-NL63 HCoV-229E

UniProt ID PODTC2 P59594 AOA140AYZ5 U3NAI2 P36334 Q6Q1S2 P15423
Protein sequence length 1,273 1,255 1,353 1,356 1,353 1,356 1,173
Sequence homology
vs. SARS-CoV-2 - 75.9% 28.8% 26.8% 27.9% 21.7% 22.9%
vs. SARS-CoV 75.9% - 28.2% 26.9% 27.8% 19.8% 23.6%
vs. MERS-CoV 28.8% 28.2% - 29.3% 29.2% 21.3% 22.4%
vs. HCoV-HKU1 26.8% 26.9% 29.3% - 62.5% 22.4% 22.1%
vs. HCoV-OC43 27.9% 27.8% 29.2% 62.5% - 22.6% 22.3%
vs. HCoV-NL63 21.7% 19.8% 21.3% 22.4% 22.6% - 54.8%
vs. HCoV-229E 22.9% 23.6% 22.4% 22.1% 22.3% 54.8% -
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PEPperCHIP® Pan-Corona Spike Protein Microarray 1 slide ¥ 119,000 SPC.052.001
PEPperCHIP® SARS-CoV-2 Proteome Microarray 1 slide ¥119,000 SPC.051.001
PEPperCHIP® SARS Coronavirus Proteome Microarray 1 slide ¥119,000 SPC.053.001
PEPperCHIP® MERS-CoV Proteome Microarray 1 slide ¥119,000 SPC.035.001
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https://www.uniprot.org/uniprot/P0DTC2
https://www.uniprot.org/uniprot/P59594
https://www.uniprot.org/uniprot/A0A140AYZ5
https://www.uniprot.org/uniprot/U3NAI2
https://www.uniprot.org/uniprot/P36334
https://www.uniprot.org/uniprot/Q6Q1S2
https://www.uniprot.org/uniprot/P15423

