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M-ethylammeline chlorohydrolase activity oy iy [1} 1

#- oxidoreductase activity 1306) 922(667) 0768 042166
peptidoglycan synthetase activity o} o 1} 1
phytoene synthase activity oy iy [1} 1
polyketide synthase activity o) oy 1} 1
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BARBSFRESICOVTOGOATIV—LHBYETH. TOENTEHRFICP-valuehS/hE
L DIzThydrolase activity] (FR#E TBATZfEIH)AHYE T, Mcatalytic activity IOAHDH
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Term |cata|ytic activity Kesword
Term Changed Genes | Total Genes | Z score | P-value L
= molecular_function 15700 1372400 0 1 ! o Sele
¥ antioxidant activity i 190121 0 1
+- auziliary transport protein activity i 230 0 1 6337
+- bindin 110 0855 E42) -0.258 06557 c
=R cataly ity 764! 5360011} 1882 nnzioz 19368
+- catalvsis of free radical formation i o 0 1 S
#)- cyclase activity 0 25(0) 1343 028622 s
¥ deaminase activity 1 19065 1688 02036 10606 f'ed
¥ demethylase activity i 50 0 1
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eglvoxalaze II activity 0y i 0 1
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= hvdrolase activity arm 207300000 2167 002333 5
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DMA demethylase activity ol 107 1} 1 SUEE I
GPI-anchor transamidase activity ol 404} 1} 1
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% hydrolase activity¥, acting on scid carbon-phosphorus bo.. 060} L] 1} 1 28041 <
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bioloical pocess epideris development 0 i2GH  ean 5265

|biological process ectoderm development 70 1240 627 602E-5.

biological process keratinization @ 2909 8088 0000106 GE36140GE36413.GE7720,GEIS317
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malecular_function structural molecule activity 1701 591(363) 567 BHE-G 12688 Q 4 142 [
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CCTIS. LB EFOMEERTOLEICELE-EHEZ2F0OFEFEHALET,
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ROBTEET, WThOT—ER—R4, FlGENRAV I/ REZRHBLTEY. 71oB7L
ABRTICE<AVLNTLET, KEZHTTIXINCBI BioSystems 1Z AT 2D T, TbH%Y
JyoL TS,
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Pathuway ‘Ruto\mmune thyroid disease Keyword

Pathway Changed Genes | Total Genes | Z score | P-value
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2 NGB BicSystems 5 4606 = |Na, Select |Block R Calumn Ra
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3-Chloroacrylic acid degradation 1] 8 1] 1 o 2 51 G
ABC transporters 1 42 g7 041215 4375
Aoute myeloid leukemia 1 g7 0383 0&1217 I} 2 78 12
Adherens junction 1 i 0080 D054 Bt
Adipocytokine signaling pathway 1] 64 o 1 13320 o) 4 160 106
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Aminoacyl-tRNA biosynthesis 1} 42 1} 1 e008 O a 76 110
Aminophosphonate metabalism 1] 6 1] 1
Aminosugars metabolism 1] a0 1] 1 0264 o ] 42 ot
Amyotrophic lateral sclerosiz (ALS) 1 55 0389 0499386
Androgen and estrogen metabolizm i} 34 o 1
Antigen processing and presentation =1 e 4003 000338
Apoptosis o 83 o 1
Arachidonic acid metabalizm 1 70 0145 058518
Arginine and proline metabolizm 1] 34 1] 1
Ascorbate and aldarate metabolism 1} 16 1} 1
Asthma ] a1 7490 G45E-H
Abazing-d il A il 1 = et f— —
Euitommne i 59 sse_ wes| | X MBI FODEERT—4H
Ao guidance 1] 127 1] 1
B cell receptor zignaling pathmay 3 7 21 007354
Bazal cell carcinoma o 55 o 1
Basal transoription factars 2 32 2565 006419
Base excizion repair o 33 o 1
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beta-Alanine metabolizm 1] 19 1] 1 o [T >
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Autoimmune thyroid disease
Type : organism.specitc bksystem
Description : The classification of autoimmune throid disease (AITD) includes Hashimoto's thyroiditis (HT) or chronic autoimmune
> hyroiitis and fs varants, Graves'disease (GD) and autoimmune atrophic thyroidits or primary mysedema. HT is charactenzed by
the presence of goitre, thyroid autoantibodies against thyroid peroxidase (TPO) and thyroglobuiin (Tg) in serum and varying degrees
of thyroid dysfunction. During HT, self-reactive CD4+ T lymphocytes (Th) recruit B cells and CD8+ T cells (CTL) into the thyroid.
Disease progression leads to the death of thyroid cells and hypothyroidism. Both autoantibodies more.
Organism us muscus
Source + KEGS [mmu0s320]
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NGB BioSystems 7 51966 284 O W » ST
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