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Statistic scaffolds contigs

Number of Contigs (>= 0 bp) 13,051 13,302
Number of Contigs (>= 1000 bp) 1,270 1,449
Number of Contigs (>= 5000 bp) 961 1,098
Number of Contigs (>= 10000 bp) 807 916
Number of Contigs (>= 25000 bp) 594 643
Number of Contigs (>= 50000 bp) 389 388
Total Length (>= 0 bp) 58,906,803 | 58,713,232
Total Length (>= 1000 bp) 57,385,604 57,176,150
Total Length (>= 5000 bp) 56,626,754 56,309,997
Total Length (>= 10000 bp) 55,534,404 55,011,827
Total Length (>= 25000 bp) 52,027,676 | 50,528,481
Total Length (>= 50000 bp) 44,540,916 41,305,262
Number of Contigs 1,592 1,758
Largest Contig 769,910 646,233
Total Length 57,600,900 57,385,255
GC (%) 67.84 67.84
N50 100,779 86,721
N75 53,632 44,600
L50 166 194
L75 364 425
Number of N's per 100 kbp 314.12 0
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