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Nucleocapsid Protease
'y o ~ RSN :I:
\/ !j : ; /r t / : %D% Genotype Prevalence (1) Number of Similarity (2) Genotype Prevalence (1) AL A Similarity (2)
reads reads
08_BC 42.52% 344 94.89% 108_BC 37.41% 4696 93.91%
08_BCorC T7.42% 60 94.48% C 15.76% 1978 95.28%
62_BC 7.05% 57 94.41% B6_BC 11.01% 1382 95.26%
Total count : 809 B86_BCorC 7.08% BB9 95.15%

VI ) AFRDOEBEICDNWT, EBHARSAUICEDNT ST
Resistance, Possible Resistance, Susceptible Reverse Transcriptase Integrase

— = » MNumber of - - Number of .
0 ;E~ % = I reads reads
O) 3E}'b B]:bt‘ zﬁu ﬁﬁq,lid) qz{@b\ 0 VAN Genotype | Prevalence (1) d Similarity (2) Genotype | Prevalence (1) d Similarity (2)

PR R Hb c 17.34% 1573 95.06% 65_cpx 13.15% 860 95.74%

86_BC 14.9% 1352 95.33% 108_BC 11.16% 730 97.05%

31_BC 10.58% 960 96.32% 10_CD 10.82% 708 95.98%

86_BCorC 7.19% 652 95.32% 49_cpx 7.86% 514 94.7%

B8_BC 5.55% 504 94.13% & 5.53% 362 95.55%

\/jj‘/r I<\5/r>(¢\ Total count : 9073 Tatal count : 6541
HIVdb/Stanford. ANRSEFZERLRHA RS54 > (G

HIV Nucleoside Reverse Transcriptase Inhibitors Coverade
Algorithm 100 75 50 % 5 Reverse Transcriptase (RT ) Integrase (INT )
ANRS 5 5 3 g g 10000 8000
—_— N\ "E o Grade S S s S 5 9 8000 g w000
-_— |_Rega insttute S S § s s 1 i
v Geno2pheno(CEDE. @MEELR—b Bl B s s s s s
HVDD ) $ s s s § 4000 &
RenaGeno 5 S § S S H 2000 2 2000
e 2 g —— 2
ANRS A [ A NA NA o [ . 0
Grade NA NA NA NA NA 1 64 127 190 253 36 379 143 85 127 189 1 25
B [ Regansiue |5 | N O R Pozitionteoten) positiontcoron)
idanosine — Forvard coverage Reverse coverage — Forvard coverage Reverse coverage
v | =E @ I: = 7- N 9 /I/ I :° ~ 7“%:|: % 7) 'fm S = = o e = — Total coverage — Total coverage
=} D d\ / A N RenaGeno § | | | | Sublype B K03455 w as used as the reference sequence for the Subtype B K03455 w as used as the reference sequence for the
M — “ ° m S S 3 S S alignment (using BWA v0.7.15 alignment tool). alignment (using BWA v0.7.15 alignment tool).
N G S — O) 75 = = = P D F I/ e : z = : : Minimum Minimum
7 v ) b a E [ / \ age Threshold sequencesfor  Low covered position Threshold sequencesfor  Low covered position
Emticitabine Rega institute S S S § s 99%confidence 99%confidence
RS s s S s s 100 4 327440 100 4 1436
HVDb s s ] s s 75 6 327+440 75 [} 1+36
RenaGeno NA NA NA NA NA 50 9 327440 50 9 1-36
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Iast login : 1 Results List Support Settings
09:12:

DeepChek® HIV
DeepChek® CMY
New Largescale
DeepChek® HBV

% Add filter TEWTTIETE Y

DeepChek® HCV

DeepChek® HIV

Performed date w Sample date Pool Patient data SamplelD Status
TR BT 07/09/2023 09-19°47 07/09/2023 Filgen-Damo pool a1 Uncomplete QA m
IS 06/09/2023 03:31:17 0/09/2023 Filgen-Demo pool 2030850725 S6 L001_R1_001.fastq.gz Done Qo
TEEEET 06/09/2023 03:31:17 06/09/2023 Filgen Demo pool 3023390646_S4_L001_R1_001 fastq.gz Done Q@
Hieser 06/09/2023 03:16:08 05/09/2023 Filgen-Demo pool @ Uncomplete QA i}
User Setiin 06/09/2023 03:04:35 05/09/2023 Filgen-Demo pool ab Uncomplete QA mw
Logoft 06/09/2023 02:56:00 05/09/2023 Filgen-Demo pool a Done Qo
29/06/2023 04:31:53 29/06/2023 Filgen-Demo pool 6 Uncomplete Q A i
28/06/2023 06:55.52 28/06/2023 Filgen-Demo pacl Eﬂﬁ 'gﬂ:ez 5 Done Q
28/06/2023 06:43-37 28/06/2023 Filgen-Demo pool 4 Done Q ﬁ
28/06/2023 06:36:15 28/06/2023 Filgen-Demo pool 3 Done Q
2= | > Golo page.|£\ Row count \E\ Showing 1-10 of 12

All content © 2023, ABL, SA and TherapyEdge, Inc... - Terms of use - Privacy and security policy - Version v3.30.112-ivdr

htps://distributor.ablsa.com/deepchek2/HV/analysis/new

Start > New Analysis%&i#EiR

Filgen

biosciences & nanosciences

=



F—5 DB Filgen

biosciences & nanosciences

@ | @ DeepChek® - HIV - Createner X @ IFU 512023 112021 CEENVT X + ~ - pe
&~ @] O EJ https://distributorablsa.com/deepchek2/HIV/analysis/new w ﬂ =
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last login 3 Results List Start Tools Support Settings

09:37:20

DeepChek® HIV / Create new analysis

DeepChek® CMV

DeepChek® HBY

DeepChek® HCV input Configuration

DeepChek® HIV

5 T Your Dataset Analysis configuration

eepChek?
Search by o e, file for vpe, tag, regio A A o U &

DeepChek® HEV Search by dataset name, file format, data type, tag, region Q ot Q\\ ?ny & QQ'O Q'_\ \é\ 5{‘ &

BadterioChek® TB 8 private L] PRSSScososossoosoososcsosoooooosoESECEooomaY :

ViroScore [ Filgen-Demo pool O ' V—l Select an item from your dataset & Drag here to analyse !
. '

2030850725_86_L001_R1_001 fastq.gz ]

User Setting: [ Remove files from library after analysis

Logoff
Features [Advanced mode ]
Subtyping characterization Local similarity testing -
Genotyping analysis Variant population analysis -
Settings profile None -
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All content @ 2023, ABL, SA and TherapyEdae, Inc... - Terms of use - Privacy and security policy - Version v3.30.112-ivdr

FT—=HT=ID+RI>EIUYIU, FastqREDT—HEEHZRT D



F—HDTA—IY NDISE Filgeng

biosciences & nanosciences

Dataset name || |

Dataset name |2030850725_S6_L001_R2_001.fastq.qz |
Dat NGS ali t = 5 — %
ata type UL QLA 7T gﬂfﬂ . Data type MGS raw seguences -
File format Fasta - FaStq/FaSta/BAM@t
- o Fita format FastQ -
Platform Missing data = S—HIRTSYRNIA—A
Platform Missing data -
e |
1| 1
[ e g 1
Select your Fasta file 1 Drop a file here or click to select i Select your Fastq file 2030850725 _S6_L001_R2_001 fastq.gz
i |
Mmoo ' Matrix
Matrix ] Capside
Capside 0O Mucleocapsid
Mucleocapsid (] vered ragions Protease
. Protease O g F Reverse Transcriptase
Covered regions Reverse Transcriptase O 73} \ ﬁtﬁ Integrase
gltegras? 125 (o oo 8 Glycoprotein 120 (or V3 loop)
YCOprotemn ar aop .
Glycoprotein 41 O Glycoprotein 41

Cancel Cancel Confirmation
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@ | @ DeepChek® -HIV-Createnev X + v = ®
« C 0 E) https://distributor.ablsa.com/deepchek2/HIV/analysis/edit/03-d72ef1f5-6d7 1-11ee-85¢5-0242ac170002 w © ﬁ =
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DeepChek’ DeepChek®-HIV v2.0 : The HIV Genotyping Software & Database Solution

last | 10/2023 Results List Start Tools Support Settings

DeepChek® HIV / Create new analysis

DeepChek® CMY

DeepChek® HBY o
DeepChek® HCV Input Configuration Sample information

DeepChek® HIV
Analysis configuration

Your Dataset

DeepChek® HPV

ST Q & o> A 9 s & < S
DeepChek® HS! — Q qv < & Q- = & &
BacterioChek® TB I Frivate +
Vi M Filgen-Demo pool 4 2030850725_S6_L001_R1_001.fastq.oz

iroScore
2030850725_S6_L001_R1_001faslq.gz v
NE2| Select an item from your dataset & Drag here to analyse '

User Seftings
Logoff

iy g gl YT HLESTFNTUZL
KSyo&kOvI.. : Comet/BLASTR:E

Genotyping analysis Variant population analysis - \ ~ 3 ] N
NGS Alignment Engine BWAV0.7.15 7‘J E /0 7} bj J “zb
BWA/TMAP E

4

Settings profile None -
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last login 3 Results List Start Tools Support Settings
02:04:19
DeepChek® CMV Input Configuration Sample information
DeepChek® HBY
Chek® HCV e A i
DeepCnek® HCV Identification ” Clinical data H HealthCare providers ‘
DeepChek® HIV
DeepChek® HPV —
General identifiers
DeepChek® HSV
* - - Project -
BacterioChek® TB Pool Filgen-Demo pool Toje!
ViraScore
Sample information
er Setting:
Your sample ID * [webinar1 | Dale of sample * [18/10/2023
Logoff
Alternative ID ‘ ‘ Reason for genotyping analysis Missing data =
Type of sample * Other -
Other type of sample [ |
NGS details
Date of sequencing * [18/10/2023 Reagent expiration date [ddmmiyyy |
Sequencing platform Missing data - Processing software Missing data -
NGS Method - Assayversion [ |
Plste 1D Cartridge SIN [ |
Notes

All content® 2023, ABL, SA and TherapyEdae, Inc.. - Terms of use - Privacy and security policy - Vers 0.112-ivalr

T —S DIDVCRFEDIDZEFRT D



SRR/ (S A—F—DISE Filgeng

biosciences & nanosciences

@ | % DeepChek® - HIV-Createner X = + ~ = ®
<« [¢] O B nhitps://distributorablsa.com/deepchek2/HIV/analysis/edit/03-d72ef15-6d71-11ee-85¢5-0242ac1 70002#group-GeneralInformation B % ® § =
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last login Results List S Tools Support Settings
020413
DeepChek® CMV DeepChek® algorithms version

DeepChek® HBY
Choose the version

DeepChek® HCV
DeepChek® HIV

Expert system options
DeepChek® HPV

5 =
oo © RKUTY SORESRE
DeepChek® HSV e g a) T SZ
. Forward/Reverse unbalanced
BacterioChek® TB coverage filtering o I W N — —
7 o —
ViroScore Forward/Reverse unbalanced ’\ J hFﬁto) ‘7 /Z(L— Fﬁ?% j 4 )bg
frequency filtering
User Seting Q-Score filtering
Logoft Confidence level defining the

coverage limit*

RIEHI>
Range of amino acid positions HEi‘Eb) (l/‘y §

defined for validating drug DeepChek® Genotyping - Whol... -
resistance assessment

Minimal read count* read

R

Minimal coverage % *

= o@ @[« .
g 2
B

Ed

P17

P24

P7

PROT

RT

GP120

GP41
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@ || @ DespChek® - HIV - Createner X 2023-10-18_07-07_webinar2_onep- X @ IFU_$12023 112021 CE.ENV1 X 2023-10-18_07-07_webinarzpdf X  + v - x
&« (@] 0 8 https://distributor.ablsa.com/deepchek2/HIV/analysis/edit/03-f29103c5-6d74-11ee-85¢5-0242ac170002#group-ReportConfiguration B v @ k4 i] =]
@ Firefox ®ELHZS [ Firefox 79972 @) DGRP | VDock - VeraChem LLIC €9 Wl Sperm Class Analyzer .. ) Simplifi™ - ProtiFi In Vitro Dissolution | D... [J] Accutar Biotech @3 PepSlide® Peptide Arr... @ Spotxel® Microarray L. [ Roots in Al, protein bi... Product pipeline | Ligo... @) Proteomics Data Anal... »
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last login Results List Start Tools Support Settings
[} E)
DeepChek® CHV G LD
DeepChek® HBV doipe B s ANRS
DeepChek® HCV % Grade Grade
Chek®
DeepChek® HIV EHvob ® Normalized interpretation (SIR) O original interpretation (5 levels) HIde
DeepChek® HPY B Regs instte Rega institute
DeepChek® HSV e RenaGeno
BacterioChek® TB RIS RIS
ViraScore V3loop Tropism determination -
(G2P) geno2pheno (EMHDHIE)
er Setting:
Logoff Muntations options
Display All Mutations -
Highlight Mutations of Interest
Mutations of interest definition RIS 2020 - @
Report Sections

Display sections on report

@ Drug Resistance Determination
b Mutation Analysis
b Subtyping
&b Expert System
b Mutation Notes
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@ %@ DeepChek® - HIV - Results List X 2023-10-18_07-07_webinarz_onep: X @ IFU_S12023_112021_CE EN_V1 X

&~ (&) 0 E) https://distributor.ablsa.com/deepchek2/HIV/home

@ Firefox E@LIHE5 [ Firefox 7977-7 @) DGRP VDock - VeraChem LLC 9 Il Sperm Class Analyzer ... () SimpliFi™ - ProtiFi

Jumpei Ikenaga
last login - 1 2 Tools Support Settings

DeepChek® CMV

Result baich
DeepChek® HBY
Result UltraGene § Refresh results
DeepChek® HCV ’
8k® HIV
Performed date w Sample date
18/10/2023 07:12:34 18/10/2023
18/10/2023 07:07:20 18/10/2023
i0Chek®
sacerioCheitls 18/10/2023 07-00-23 18/10/2023
ViroScore
18/10/2023 02:05:41 18/10/2023
18/10/2023 02:05:41 18/10/2023

17/10/2023 09:50:41

Logoff

Go to page: | 1~ | Row count [10 ~ |

https://distributorablsa.com/deepchek2/HIV/result/list/analysis
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Pool

Filgen-Demo pool
Filgen-Demo pool
Filgen-Demo pool
Filgen-Demo pool
Filgen-Demo pool

Filgen-Demo pool

In Vitro Dissolution | D... []] Accutar Biotech €3 PepSlide® Peptide Arr... @ Spotxel® Microarray |...

Patient data
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SamplelD

Webinar3

webinar2

Webinar1
2030850725_S6_L001_R2_001 fastq.gz
2030850725_S6_L001_R1_001 fastq.gz

£ Roots in Al, protein bi...

w

Product pipeline | Ligo

Status
Uncomplete
Done

Done

Done

Done

Uncomplete

fEIT#8 T . Results Listh'SEREROLK— Mai#RT S5

& @ =
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Q
Q
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General Information H Data entry ” Reports ‘

0 Upload a report

Created Date Description -
18/10/2023 07:07:20 Quality information report (Mucleotide) ]
181042023 07:07:20 Quality information report (Amino Acid) )
18M10/2023 07:07:20 DeepChek report 2.0 ™ &
18M10/2023 07:07:20 Clinical summary report (Onepage) ™ &
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RNA/DNA > FNREGT / L
HhH PCRi&ig

- DeepChek® Assay - DeepChek® NGS Library Preparation + Adapters
- DeepChek® NGS Clean-up beads

Yo h——oT R

RNA/DNA > EREEF Yohi—o—4v 2R

i PCR Fv7L— AR

* DeepChek® Assay * DeepChek® SANGER SEQUENCING REACTION
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RNA/DNA > FNREGT / L
HhH PCRi&ig

- DeepChek® Assay - DeepChek® NGS Library Preparation + Adapters
* DeepChek® NGS Clean-up beads
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RNA/DNA > FNREGT / L
HhH PCRi&ig

- DeepChek® Assay - DeepChek® NGS Library Preparation + Adapters
* DeepChek® NGS Clean-up beads
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» DeepChek® Assay Whole Genome HIV-1 (GHiGEEHTiE @ NGS)

RT-PCR Buffer RP Solution BP Solution RT Enzyme H20

PCR Master Mix DMSO Nested PCR Master Mix

PCR FRAG 1 PCR FRAG 2 PCR FRAG 3 PCR FRAG 4 PCR FRAG 5

Nested PCR FRAG 1 Nested PCR FRAG 2 Nested PCR FRAG 3 Nested PCR FRAG 4 Nested PCR FRAG 5

Ampliconl Amplicon2 Amplicon4 m

U—F14>9I0—A gag tat

> .. VDU  rev . 37LTR

0 000 2000 3000 4000 5000 6000 7000 8000 9000 9719

Base Pairs
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RNA/DNA > FNREGT / L
HhH PCRi&ig

- DeepChek® Assay - DeepChek® NGS Library Preparation + Adapters
* DeepChek® NGS Clean-up beads
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» DeepChek® NGS Library Preparation + Adapters

FAE Buffer

FAE Enzyme

Ligation buffer

DNA ligase

PCR Primer Mix

PCR Mix

DeepChek® ADAPTERS

» DeepChek® NGS Clean-up beads (AMPure® XP T

NGSZ 47 7Y —RARFIR

PCRE%)

i vt
_|_

ITVFYRT
_|_
dAT7—VU>v7s

ATy IR
FAT77Y—
1S
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NGS

RNA/DNA > ENREET / L
PCRIgIE

il

P illuminatt&ly—o > —

NextSeq
550

iSeq-100

*lon Torrent. MGI. NanoporeRFAEF* v FIZTOWTHIERY Y —XFE 20
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v/ 24T /EHMEEEZRBE A DeepChek®Assay

i | o [
12IWVIY *hBIJ07F

Pt rEELREVAIIR1E (HIV-1)

170A24 198A24 101B24 / 96 102C24 / 96 103A24 194A24 / 96

* Whole Genome - Protease * Protease * Integrase - V3 Loop - GP41
- Reverse Transcriptase -+ Reverse Transcriptase * Tropism - GP120
- Integrase
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